ABSTRACT
Introduction
Sheep are an important livestock specie in Albania. One of the autochtonous sheep breeds in Albania is Recka. This breed is part of Cakel group. It is located all over the Albanian territory, especially on mountain areas of central and south Albania. Pure breed animals can be found only in marginal areas; in other areas we can find only crossbreed with cosmopolite breeds as Merino, or Cigaja. Actually there are 265.000 pure breed Recka animals and 456.000 cross breeds. Animals of this breed are well adapted to harsh environments and exploit well, even poor pastures. The animals of this breed are well adapted to extensive management conditions. There is a high risk for the extinction of native sheep breed, because there is a lack of herd book, breeding programs are absent and native breeds are displacing with other breeds according to the preferences of the farmers. Therefore the genetic characterization of a breed is very important for the evaluation of genetic variability, which is an important element in conservation of genetic resources and for breeding strategies. Microsatellites are good molecular markers for the analysis of genetic variation in sheep, since there are numerous, highly variable and easy to score. It is the first effort to characterize the genetic diversity of this breed, using 15 microsatellite markers.
Materials and Methods
We analyzed 32 unrelated pure breed individuals of Recka sheep breed, using 15 microsatellite markers. There were sampled maximum three unrelated individuals (two females and one male) per flock. Sampling was carried out from 11 farms, selected from the location of pure breed individuals. Blood samples (5 ml) were collected in EDTA tubes and frozen at -20 0 C. The method used for DNA isolation is phenol -chloroform extraction, proteinase K digestion and ethanol precipitation of DNA (11 
Results and Discussion
Allele length in base pairs, number of alleles, are given in Another parameter, indicative of genetic variation is Polymorphism Information Content (PIC). PIC is a parameter indicative of the degree of informativeness of a marker. The PIC values ranged from 0.657 (Oarfcb304) to 0.884 (BM4621) with an average of 0.768. Since the PIC values were higher than 0.5, all 15 microsatellite loci appeared to be highly informative (5) .
An appropriate measure of genetic variation within population was gene diversity. Gene diversity for Recka breed was 0.8075. A marker is considered to be useful for measuring genetic variation should have an average heterozygosity ranging from 0.3 to 0.8 in the population (15) . This again confirm that the marker used in this study were appropriate for measuring genetic variation The within population inbreeding estimates (F IS ) are given in table 1. The F IS estimates ranged from -0.116 (Cssm31) to 0.0193 (Oarfcb48) with a mean of 0.013, which is very low. Out of 15 loci studied, eight revealed negative values indicating excess of heterozygotes in population. Higher rate of inbreeding were observed in Madras Red sheep (0.021) (10), in Muzzafarnagari sheep (0.058) (4) and much higher in Nali (0.397) and Chokla (0.299) (12) , in Sarda sheep (0.19) (9) (10) . The differences in gene diversity values might be because of different microsatellite loci that were typed and the existing of population structure.
The high level of variability in Recka breed, is indicative that this breed is a reservoir of genetic diversity that have to be conserved.
